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GGATCCCGCCGTAGGAGAAGGACTGTTCXCTGGTCCGCCGTATCCCAACCCGAGCCCACA 
CCTAGGCCGGCATCCrCTTCCTCACAACTCACCACGCGGCATAGGGTTGGGCTCCCCT 

GlySerGlyArgArgArgArgSerValGlnTrpCysAlaValSarClxiProciuAlaThr 

AAATGCTTCCAATGGCAAAGGAATATGAGAAAAGTGCGTGGCCCTCCTGTCAGCTGCATA 

TTTACGAAGGTTACCGTTTCCTTATACTCTTTTCACGCACCCG^ 
LyscysPheGlnTrpGlnArgAsnMetArgLysValArgGlyProProValSarcysIle 

TTCTCTCTGAGGGGGTAGGTCACATAGGTCCGGTAACGCCTTTTGTCCCM 
LysArgAspSerProIleGlnCysIleGlnAlalleAlaGluAsnArgAlaAspAlaVal 

ACCCTTGATGGTGGTTTCATATACGAGGCAGCCCTGGCCCCCTACAAACTCCGACC^ 

TGGGAACTACCACCAAAGTATATGCTCCGTCCGGACCGGGGGATGTTTGACCCTGGAC^ 
ThrLeuAspGlyGlyPhellaTyrGluAiaGlyLeuAlaProTyrLysLauArgProVal 

GCGCCGGAAGTCTACGGGACCGAAAGACACCCACGAACTCACTATTATGCCGTGGCTGTG 

CCCCGCCTTCAGATGCCCTGGCTTTCTGTCCGTCCraGAGTGATAAT^^ 
AlaAlaGluValTyrGlyThrcluArgGlnProArgThrHisTyrryrAiaValAlaVal 

GTGAAGAAGGGCGGCAGcTTTCAGCTGAACGAACTGCAAGGTCTGAAGTCCrGCC^ 

CACrrcrTCCCGCCGTCgAAAGTCGACrrGCTTGACGrrC^ 
ValLysLysGlyGlySerPheGlnLeuAsnGluLeuGlnGlyLeuLysSerCysHisThr 

GGCOTCGCAGGACCGCTGGATGGAATGTCCCTATAGGGACAOT 

CCGGAAGCGTCCTGGCGACCTACCTTACAGGGATATCCCTGTGAAGCAGGTAAGAACTO 
G ly LeiiAr g Ar gThr Al aG lyTrpAsnVa IPr ol 1 eG lyThrLauAr gPr oPheLeuAsn 

TGGACGGGTCCACCTGAGCCCATTGAGGCAGCTGTGGCCAGGTTCTTCTCAGCCAGCTGT 
— — — ™ — •—^•^ — 

ACCTGCCCAGGTGGACTCGGGTAACTCCGTCCACACCGGTCCAAGAAGAGTCCGTCGACA 
TrpThrGlyProProGluProIleGluAlaAlaValAlaArgPhaPheSerAlaSerCys 

GTTCCCGGTGCAGATAAAGGACAGTTCCCCAACCTGTGTCGCCTGTGTGCGGGGACAGGC 

— -f 

CAAGGGCCACGTCTATTTCCTGTCAAGGGGTTGGACACAGCGGACACACGCCCCTGTCCC 
ValProGlyAlaAspLysGlyGlnPhcProAsnLeuCysArgLauCysAlaCIyThrGly 

GAAAACAAATGTGCCTTCTCCTCCCAGGAACCGTACTTCAGCTACTCTGGTGCCTTCAAG 

CTTTTGTTTACACGGAAGAGGAGGGTCCTTGGCATGAAGTCGATGAGACCACGGAAG 
GluAsnLyscysAlaPheSerSerGlnGluProTyrPheSerTyrSerGlyAiaPheLys 
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TCTCTCAGAGACGCGCCTGGAGACCTGGCTTTTXTCXGAGAGACCXCACTGTTTGAGGAC 

ACACACTCTCTGCCCCGACCTCTCCACCCAAAATAGTCTCTCTCCTCTCACAAACTC^ 
CysL«uArgAspGlyAlaGlyAspValAlAPheIleArgcluS«rThrValPheCluA»p 

CTGTCAGACGAGGCTGAAAGGGACGACTATGAGTTACTCTGCCCACACAACACTCGCAAC 

GACAGTCTCCTCCCACTTTCCCTCCTCATACTCAATGAGACGCGTCrGTTCTGAGCm 
Leus«rA8pcluAlaGluArqAspGluTyrGluLem^uCy«ProAspAsnThrArgLys 

72X ff**^°*^J^^''f^****^CCATCTGGCCCGGGTCCCTTCTCXTGCCGTTCTGGCA. 

GGTCACCTGTTCAAGTTTCTGACGGTAGACCGGGCCCAGGCAACACTACGGCAAC^ 
ProVaiAspLysPheLysAspCysHisLeuAlaArgValProS«rHisAlaValValAla 

781 f "^"^^ J^^°*^'^**'*^^°^^''«^fi^'rCTTCTCCGCCACGCACAGGAAAAe 

GCTTCACACTTACCGTTCCTCCTACGCTAGACCTTAOAAGAGCCGCTC^TGTCCTra 
ArgSerValAsnGlyLysGluAspAlalleTrpAsnL«ulAuArqClftAlaGlncittLy« 

AAACCTTTCCTCTTCACTGGCTTTAAGGTCGAGAAACCGAGGGGATCACMGTCTTTCTA 
PheGlyLysAspLysSerProLy8PhecinlAuPheGlySerProSer61yGlnl.ysAsp 



901 



961 



1021 



CTGCTGTTCAAGGACTCTGCCATTGGGTTTTCGAGGGTGCCCCCCAGCATAGATTCrOOG 
' •*• <■ ■ - ..----if — - — — ~-~>. 

GACGACAACTTCCTGAGACGGTAACCCAAAAGCTCCCACGGGCGCTCCTATCTAAGACCC 
Leul^uPheLysAspSerAlalleGlyPheSerArqValProProArglleAspSerciy 

GACATCGAACCGAGGCCGATGAAGTCACGGTAGGTCOTGAACTrCTTrTCACTScOT 
LauTyrI.euGlySarGlyTyrPheThrAlaIleGlnAsnj;^uArgI.ysSerGluGluGlu 

GTGGCTGCCCCGCGTGCGCGGGTCGTGTGCTGTGCGOTGCGCQACCAGCAGCTGCGCAAG 
^ ^ >. 

CACCCACCGGCCGCACGCGCCCAGCACACCACACGCCACCCCCTCCTCCTCOACGCGTTC 
ValAlaAlaArgArgAlaArgValValTrpCysAlaValClyCluClnCl»U^uArgI.ys 



TOTAACCAGTGGAGTGGCTTCAGCGAAGGCAGCGTGACCTCCTCCTCGGCCTCCACCACA 
1081 ------ — — »- — — — — r ^ ^ 

ACATTGGTCACCTCACCGAACTCGCTTCCGTCGCACTGGACGAGCAGCMGAGGTGGTGT 
CysAsnGlnTrpSerGlyLeuSerGluGlySerValThrCysSarSerAlaSerThrthr 

114 1 f ^f3f 5f f '^°'r°*^**^GAGAAGCTGATGCCXTGAGTTTGGATGCAGGA 

CTCCTCACGTAGCGCGACCACGACTTTCCTCTTCGACTACGGTACTCAAACCTACCT 
GluAspCysIleAlaLeuValLeuI.ysGlyGluAlaAspAlaMetSerI^uAspGlyGly 
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TATGTGTACACTGCACGCAAATGTGGTTTGCTGCCTCTCCTCCCAGAGAACTACAXXTCC 

1201 — — ^ — * — -t — — ► — m*"**' 

XTXCXCXTGTGACGTCCGTTTACACCAAXCCXCGCACAOGXCCCTCTCTTCATGTTTAGG 
TyrValTyrThrAlaGlyX.yscysGXyLeuValProVaILauAl&GluAsnTyrLyftSftr 



CAACAAAGCAGTGACCCTCATCCTAACTGTGTGGATAGACCTCTCGAAGGATATCTTGCT 

1261 — ~+ ^ — — + + 1320 

GTTGTTTCGTCACTGGGACTAGGATTGAa^CACCTATCTGGACACCTTCCTATAGAACGA 
GlnGlnSerSerAspProAspProAsnCysValAspArgProValCluGlyTyrLftuAla 



GTGGCGGTGGTTAGGAGATCAGACACTAGCCTTACCTGGAACTCTGTGAAAGGCAAGAAG 

1321 + ^ + — ^ + 1380 

CACCGCCACCAATCCTCTAGTCTGTGATCGGAATGGACCTTGACACACTTTCCGTTCTTC 
ValAlaValValArgArgSerAspTnrSerLduThrTrpAsnSerValLysGlyLysLys 



TCCTGCCACACCGCCGTGGACAGGACTGCAGGCTGGAATATCCCCATGGGCCTGCTCTTC 
1381 ----------- 1440 

AGGACGGTGTGGCGGCACCTGTCCTGACGTCCGACCTTATAGGGGTACCCGGACGAGAAG 
SerCysHlsThrAlaValAspArgThrAlaGlyTrpAsnlleProHe^GlyLeuLeuPhe 



AACCAGACGGGCTCCTGCAAATTTGATGAATATTTCAGTCAAAGCTGTGCCCCTGGGTCT 

1441 + -K + + 1500 

TTGGTCTGCCCGAGGACGrnrAAACTACTTATAAAGTCAGTTTCGACACGGGGACCCAGA 
AsnGlnThrGlySercysLysPheAspGluTyrPheSerGlnSerCysAlaProGlySer 



GACCCGAGATCTAAtCTCTGTGCTCTGTGTATTGGCGACGAGCAGGCTGAGAATAAGTGC 

1501 + + + + + 1560 

CTGGGCTCTAGATTaGAGACACGAGACACATAACCGCTGCTCGTCCCACrrCTTATTCACG 
AspProArgSerAsnLeuCysAlaLeucysIleGlyAspGluGlnGlyGluAsnX»ysCys 



GTGCCCAACAGCAACGAGAGATACTACGGCTACACTGGGGCTTTCCGGTGCCTGGCTGAG 

1561 — — +— — — — — — — — — 1^20 

CACGGGTTGTCGTTGCTCTCTATGATGCCGATGTGACCCCGAAAGGCCACGGACCGACTC 
ValProAsnSerAsnGluArgTyrTyrGlyTyrThrGlyAlaPheArgCysLeuAlaGlu 



AATGCTGGAGACGTTGCATTTGTGAAAGATGTCACTGTCTTGCAGAACACTGATGGAAAT 

1621 + ^ ^ + + 1680 

TTACGACCrCTGCAACGTAAACACTTTCTACAGTGACAGAACGTCTTGTGAC^^ 
AsnAlaGlyAspValAlaPheValLysAspValThrValLauGlnAsnThrAspGlyAsn 



AACAATGAGGCATGGGCTAAGGATTTGAAGCTGGCAGACTTTGCGCTGCTGT 

TTGTTACTCCGTACCCGATTCCTAAACTTCGACCGTCTGAAACGCGACGACACGGAGCTA 
AsnAsnGluAlaTrpAlaLysAspLeuLysLeuAlaAspPheAIaLeuLeuCysLeuAsp 



GGCAAACGGAAGCCTGTGACTGAGGCTAGAAGCTGCCATCTTGCCATGGCCCCGAATCAT 

1741 + ^ + + + 1800 

CCCTrTGCCTTCCGACACTGACTCCGATCTTCGACGGTAGAACGGTACCGGGGCTTAGTA 

GlyLysArgLysProValThrGluAlaArgSerCysHisLeuAiaMetAlaProAsnHis 



FIG. 3c 



W5 3 



CCCGTGGTGTCTCGGATGGATAAGGTGGAXCGCCTGAAACAGGTGTTGCTCCXCCAACAG 
issi 1801 —•^-t^—-.-*— 1860 

CGGCACCACAGAGCCTACCTArrCCACCTTGCGGACTTTGTCCXCJUlCCAGGTGGTTGTC 
AlaValValSerArgHecAspLysValGluArgLeul^ysGlnValLeuLeuHisGlnGln 

1861 ^^^^^"^^^^^^^^^""^^^^^"^^^^^^^^^^^^^^^ 

CGATTTAAACCCTCTTTACCTAGACTGACGGGCCTGirrCJUU^ ^ ^ 

AlaLysPheGlyArgAsnGlySerAspCysProAspLysPheCysLeuPheGlnSerGlu 

^ ^ ACCAAAAACCTTCTGTTCAATGACAACACTGAGTGTCTGGCOUSACT 

TGGTTTTTGGAAGACAAGTTACTGTTGTGACTCACAGACOTGTCT^^ ^ 
ThrLysAsnLeuLeuPheAsnAspAsnThrGluCysI^euAlaArgLeuHisGlyLysThr 

ACATATGAAAAATATTTGGGACCACACTATGTCGCAGGCATTACTAATCTGAAAAAGTGC 

X981 "ZlZl ^ ^ ^ ^ 2040 

TGTATACTTTTTATAAACCCTGGTGTCATACAGCGTCCGTAATGATTAGACTTT^ 
ThrTyrGluLysTyrLeuGlyProGlnTyrValAlaGlylleThrAsnLeul*ysI*ysCys 

TCAACCTCCCCCCTCCTGGAAGCCTGTGAATTCCTCAGGAAGTAAA 

AGTTGGAGGGGGGAGGACCTTCGGACACTTAAGGAGTCCTTCATTT 
SerThrSerProLeuLeuGluAlaCysGluPheLeuArgLysEnd 
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